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Abstract: Chitosan microfibers are widely used in medical applications because they have favorable
inherent properties. However, their mechanical properties require further improvement. In the present
study, a trimethoxysilane aldehyde (TMSA) crosslinking agent was added to chitosan microfibers to
improve their tensile strength. The chitosan microfibers were prepared using a coagulation method.
The tensile strength of the chitosan microfibers was improved by crosslinking them with TMSA,
even when only a small amount was used (less than 1%). TMSA did not change the orientation of the
chitosan molecules. Furthermore, aldehyde derived from TMSA did not remain, and siloxane units
were formed in the microfibers.
Keywords: chitosan; silane coupling agent; microfiber; crosslinking; mechanical strength

1. Introduction
Microfiber-based materials are widely used in medical applications, such as sutures, textiles,
and scaffolds [1–3]. Natural polymers are good candidates for the preparation of microfibers because
they are biocompatible, non-toxic, biodegradable, and have low immunogenicity. Chitin and chitosan
are candidates for biofibers, and their inherent properties have been reported [4]. Chitosan fibers are
easier to prepare than chitin fibers because they are soluble in dilute acids.
Chitosan is often crosslinked with reagents, such as glutaraldehyde and epoxy compounds,
to improve its mechanical properties and control its biodegradability [4–6]. However, such compounds
are highly cytotoxic [7] and reduce the biocompatibility of chitosan. Shirosaki et al. already used
the silane coupling agent γ-glycidoxypropyltrimethoxysilane (GPTMS) to crosslink chitosan and
demonstrated improvements in the mechanical properties of a chitosan membrane [8]. The epoxide
groups of GPTMS can react with the amino groups of chitosan, and each GPTMS molecule polycondenses
to form −Si−O−Si− networks. The crystalline properties of chitin and chitosan are also important for
their mechanical characteristics. The addition of GPTMS can disturb the orientation of the crystalline
domains of chitosan [8,9], reducing its mechanical strength.
In the present study, we used trimethoxysilane aldehyde (TMSA) shown in Figure 1 as a crosslinked
agent to improve the tensile strength of the chitosan microfibers. It is to be expected that, compared with
GPTMS, a smaller amount of TMSA can effectively react with the amino groups in chitosan owing to
crosslinking by the aldehyde groups and the polycondensation of the silanol groups derived from the
three methoxysilane groups of TMSA. The reaction between the amino groups of chitosan and the
aldehyde groups of glutaraldehyde results in the formation of a Schiff base [10]. The aldehyde groups
of TMSA can react as shown in Figure 2.
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Figure 1. Trimethoxysilane aldehyde (TMSA).
Figure 1. Trimethoxysilane aldehyde (TMSA).
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Figure 5. Optical microscope images of the chitosan−TMSA microfibers obtained with crossed nicols
at 45° (a–d) and 90° (a)′–(d)′. (a) and (a)′ Ch; (b) and (b)′ ChTMSA0001; (c) and (c)′ ChTMSA0005; and
(d) and (d)′ ChTMSA001. The arrows indicate the direction of the nicols.
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Table 2. Ninhydrin test results indicating the number of amino groups remaining in the
chitosan−TMSA microfibers.
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Figure 7 shows the Fourier-transform infrared spectroscopy (FT-IR) spectra of the fibers. The
characteristic bands of chitosan were detected in the spectra of all the fibers, as demonstrated in a
previous paper [11]. Bands attributable to stretching in amide II (NH2 str.) were detected at
approximately 1563 cm−1, and their intensity decreased after TMSA was added. The peaks in the
spectra of the ChTMSA fibers at approximately 800 cm−1 can be attributed to symmetrical Si−O−Si
stretching vibrations [12–14]. C=O derived from TMSA was not detected in the fibers.
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2.2. Mechanical Strength
The results of the tensile strength tests are shown in Figures 8 and 9. The maximum tensile
strengths of Ch, ChTMSA0001, ChTMSA0005, and ChTMSA001 were 121.3 ± 26.7, 151.0 ± 23.5, 184.5
± 30.0, and 133.8 ± 8.9 MPa, respectively (i.e., ChTMSA0005 had the highest value). The maximum

Molecules 2020, 25, 5292

5 of 9

Figure 7. FT-IR spectra of the chitosan−TMSA microfibers.
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± 30.0, and 133.8 ± 8.9 MPa, respectively (i.e., ChTMSA0005 had the highest value). The maximum
and 133.8 ± 8.9 MPa, respectively (i.e., ChTMSA0005 had the highest value). The maximum strain
strain values of Ch, ChTMSA0001, ChTMSA0005, and ChTMSA001 were 12.3 ± 5.2, 4.6 ± 1.5, 5.6 ± 1.7,
values of Ch, ChTMSA0001, ChTMSA0005, and ChTMSA001 were 12.3 ± 5.2, 4.6 ± 1.5, 5.6 ± 1.7,
and 5.4 ± 0.8%, respectively (i.e., the ChTMSA fibers had lower maximum strain values than Ch). The
and 5.4 ± 0.8%, respectively (i.e., the ChTMSA fibers had lower maximum strain values than Ch).
Young’s modulus values of Ch, ChTMSA0001, ChTMSA0005, and ChTMSA001 were 9.9 ± 5.1, 32.6 ±
The Young’s modulus values of Ch, ChTMSA0001, ChTMSA0005, and ChTMSA001 were 9.9 ± 5.1,
15.7, 32.9 ± 17.3, and 24.6 ± 11.3 MPa, respectively (i.e., the ChTMSA fibers had higher Young’s
32.6modulus
± 15.7, 32.9
± 17.3,
values
thanand
Ch).24.6 ± 11.3 MPa, respectively (i.e., the ChTMSA fibers had higher Young’s
modulus values than Ch).
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3. Discussion
Generally, chitosan molecules have crystalline and amorphous domains derived from the
original structures of the chitin nanofibrils [15,16]. The XRD results reveal that the crystallinity of the
chitosan molecules was retained even after the addition of TMSA. This suggests that the crystalline
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3. Discussion
Generally, chitosan molecules have crystalline and amorphous domains derived from the original
structures of the chitin nanofibrils [15,16]. The XRD results reveal that the crystallinity of the chitosan
molecules was retained even after the addition of TMSA. This suggests that the crystalline chitosan
domains were not affected by crosslinking with TMSA. The ninhydrin tests insisted that the number of
crosslinked amino groups was too small an amount even in ChTMSA001. FT-IR and the results of
the ninhydrin tests demonstrated the existence of crosslinking between chitosan and TMSA. In the
present study, the pH of the chitosan solution was approximately 4.0. Therefore, the amino groups
probably formed −NH3 + , thereby decreasing the nucleophilicity of the nitrogen atoms and the extent
of the Schiff base reaction following mixing with TMSA [10]. However, the remaining TMSA was
able to react completely with the amino groups of chitosan during washing with NaOH solution.
According to the ninhydrin results, the crosslinked ration of ChTMSA001 was 20%. ChTMSA001 fibers
refer to the addition of TMSA to produce 1% crosslinking of a chitosan unit. In addition to aldehyde
groups, silanol groups interacted with the amino groups [9]. FT-IR showed symmetrical −Si−O−Si−
stretching vibrations, which suggests that the −Si−OH groups formed by the hydrolysis of TMSA
polycondensed in the chitosan fibers like silica [12–14]. However, the SEM images confirmed that
there are no micro-sized deposits on the surfaces of the fibers. The EDS results also suggested that
the addition of TMSA resulted in very little crosslinking within the chitosan molecules, in particular
ChTMSA0001 and ChTMSA0005. Eventually, 19% of the amino groups in ChTMSA001 interacted with
Si-OH and 1% were reacted with aldehyde. The orientation of the chitosan molecules in the fibers
was also retained after the addition of TMSA. Figure 10 represents the expected molecular structure
of the ChTMSA001 fiber according to the following characterization: (1) chitosan has crystalline and
amorphous domains; (2) each bundle is oriented along the stretching direction; (3) just 1% of the amino
groups in the fibers reacted with TMSA, and most of the TMSA reacted outside the bundles; and (4)
the silanol groups derived from TMSA interacted with the chitosan molecules or polycondensed.
The mechanical propertied of the fibers were improved by crosslinking. The increased Young’s
modulus values insist that the interaction between chitosan become stronger and chitosan–TMSA
Molecules 2020, 25, x FOR PEER REVIEW
7 of 9
fibers have more stiffness.

Figure 10. Structural model of the chitosan−TMSA (ChTMSA001) fiber.
Figure 10. Structural model of the chitosan−TMSA (ChTMSA001) fiber.

Silanol groups (−Si−OH) and siloxane networks (−Si−O−Si−) derived from GPTMS favored cell
Silanol groups (−Si−OH) and siloxane networks (−Si−O−Si−) derived from GPTMS favored cell
attachment and proliferation [8,9]. In the present study, FT-IR indicated that no aldehyde groups
attachment and proliferation [8,9]. In the present study, FT-IR indicated that no aldehyde groups
remained after the crosslinking reaction and siloxane networks formed. It is to be hoped that TMSA in
remained after the crosslinking reaction and siloxane networks formed. It is to be hoped that TMSA
the fibers is non-toxic and that chitosan−TMSA microfibers can be used in medical applications.
in the fibers is non-toxic and that chitosan−TMSA microfibers can be used in medical applications.

4. Materials and Methods
4.1. Preparation of Chitosan Monofibers with Silane Coupling Agent
Chitosan powder (high-molecular weight, molecular weight = 310,000—375,000 Da, degree of
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4. Materials and Methods
4.1. Preparation of Chitosan Monofibers with Silane Coupling Agent
Chitosan powder (high-molecular weight, molecular weight = 310,000—375,000 Da, degree of
acetylation (DA) = 76.0%; Sigma-Aldrich® , St. Louis, MO, USA) was dissolved into 0.2 M aqueous
acetic acid and mixed using a planetary centrifuge (ARE-310, Thinky Corp., Tokyo, Japan) to obtain a
homogeneous 3.5% (w/v) chitosan homogeneous solution. The appropriate amount of TMSA (UCT,
Bristol, TN, USA) was stirred in dimethyl sulfoxide to be hydrolyzed at room temperature, and the
hydrolyzed precursor sols were obtained. The obtained precursor sols were added to a 3.5% (w/v)
chitosan solution, and the mixture was mixed in a planetary centrifuge for 20 min. Mono-fibers were
produced using a coagulation method, as described in a previous paper [17]. After washing with
ethanol and a 0.2 M aqueous solution of sodium hydroxide, the fibers were stretched by rolling at
30/45 rpm with two rollers. Finally, the stretched fibers were dried at room temperature in a desiccator.
The starting material composition of the fiber and sample code of each fiber are presented in Table 3.
Table 3. Starting composition (molar ratio) of the fibers and sample code of each fiber.

TMSA/Chitosan

Ch

ChTMSA0001

ChTMSA0005

ChTMSA001

0

0.001

0.005

0.01

4.2. Characterization and Mechanical Properties of the Fibers
The crystal structures of the fibers were examined using an automated multipurpose X-ray
diffractometer (CuKα, 45 kV, 200 mA, 0.01◦ /step; Rigaku smartLab, Rigaku, Tokyo, Japan).
The orientation of the fibers was examined using an inverted microscope (IX73; Olympus Co.,
Tokyo, Japan) under crossed nicols. Each fiber was placed on a glass substrate and sandwiched between
◦ (Figure 11).
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The surface morphology of each fiber was examined using an SEM (JMS-6010 PLUS/LA; JEOL,
The surface morphology of each fiber was examined using an SEM (JMS-6010 PLUS/LA; JEOL,
Tokyo, Japan) equipped with an EDX. Before examination, the fibers were coated with Pt/Pd to a
Tokyo, Japan) equipped with an EDX. Before examination, the fibers were coated with Pt/Pd to a
thickness of approximately 20 nm (MSP-1S Magnetron Sputter; Vacuum Device Inc., Mito, Japan).
thickness of approximately 20 nm (MSP-1S Magnetron Sputter; Vacuum Device Inc., Mito, Japan).
The molecular structures of the pulverized fibers were examined by FT-IR (FT/IR-6100; JASCO Co.,
The molecular structures of the pulverized fibers were examined by FT-IR (FT/IR-6100; JASCO
Tokyo, Japan) using attenuated total reflectance at a resolution of 4 cm−1 and
the accumulation of
Co., Tokyo, Japan) using attenuated total reflectance at a resolution of 4 cm−1 and the accumulation
100 scans.
of 100 scans.
The number of amino groups remaining in the fibers after crosslinking was evaluated by a
The number of amino groups remaining in the fibers after crosslinking was evaluated by a
ninhydrin assay [8]. The pulverized fibers (0.02 g) were suspended in 4 mL of ninhydrin solution
ninhydrin assay [8]. The pulverized fibers (0.02 g) were suspended in 4 mL of ninhydrin solution
(Ninhydrin Kit, L-8500 Set; Wako Chemicals, Osaka, Japan) and incubated at 80 ◦ C for 40 min while
(Ninhydrin Kit, L-8500 Set; Wako Chemicals, Osaka, Japan) and incubated at 80 °C for 40 min while
shaking at 100 rpm. After cooling to room temperature, the optical densities of the sample (Asample )
shaking at 100 rpm. After cooling to room temperature, the optical densities of the sample (Asample)
and chitosan (Ach ) solutions were recorded at 570 nm using a spectrophotometer (DS-11+/w; DeNovix,
and chitosan (Ach) solutions were recorded at 570 nm using a spectrophotometer (DS-11+/w; DeNovix,
Wilmington, DC, USA). The ninhydrin test was performed with replicates (n = 3). The number of the
remaining amino groups was calculated using the following Equation (1):

Remaining amino groups (%) = Asample/Ach × 100

(1)

As described in a previous paper [17], the mechanical properties of the fibers were examined by
determining their tensile strengths at 0.5 mm/s using a creep meter (RE2-3305C; YAMADEN Co., Ltd.,
Tokyo, Japan).
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Wilmington, DC, USA). The ninhydrin test was performed with replicates (n = 3). The number of the
remaining amino groups was calculated using the following Equation (1):
Remaining amino groups (%) = Asample/Ach × 100

(1)

As described in a previous paper [17], the mechanical properties of the fibers were examined by
determining their tensile strengths at 0.5 mm/s using a creep meter (RE2-3305C; YAMADEN Co., Ltd.,
Tokyo, Japan).
5. Conclusions
Flexible chitosan microfibers were prepared by crosslinking them with TMSA. Results of XRD
analysis showed that addition of TMSA did not change the crystallinity. Crossed nicols images also
showed the orientation of chitosan. TMSA (molar ratio = 0005/amino groups chitosan) crosslinked
only 1% of chitosan, but effectively improved the tensile strength of the microfibers (maximum
strength around 184.5 MPa) and increased their stiffness. These mechanical properties depend on
the crosslinking between chitosan and TMSA, as well as the –Si−O−Si– bonds of TMSA, which was
confirmed by FT-IR.
Author Contributions: Y.S. conceived and designed the experiments and prepared the draft of the manuscript;
T.O. performed the preparation and characterization; S.Y. analyzed the data and wrote a part of the initial draft of
the manuscript. All authors have read and agreed to the published version of the manuscript.
Funding: This research was funded by the Ministry of Education, Culture, Sports, Science and Technology (MEXT),
Japan (Promotion and Standardization of the Tenure-Track System, “Kojinsenbatsu”), and by the Japan Society for
the Promotion of Science (JSPS) KAKENHI (grant Number JP16K12898).
Acknowledgments: We gratefully acknowledge Katsumi Yamamoto, Center for Instrumental Analysis, Equipment
Sharing Sector, Organization for Promotion of Open Innovation, Kyushu Institute of Technology, for conducting
XRD analysis of samples. We also would like to thank Frank Kitching, Msc., from Edanz Group (www.edanzediting.
com/ac) for editing a draft of this manuscript.
Conflicts of Interest: The authors declare no conflict of interest.

References
1.
2.
3.
4.
5.

6.
7.
8.

9.
10.

Gimbel, H.V.; Raanan, M.G.; DeLuca, M. Effect of suture material on postoperative astigmatism. J. Cataract.
Refract. Surg. 1992, 18, 42–50. [CrossRef]
Onoe, H.; Takeuchi, S. Cell-laden microfibers for bottom-up tissue engineering. Drug Discov. Today 2015,
20, 236–246. [CrossRef] [PubMed]
Tuzlakoglu, K.; Reis, R.L. Biodegradable Polymeric Fiber Structures in Tissue Engineering. Tissue Eng. Part
B Rev. 2009, 15, 17–27. [CrossRef] [PubMed]
Pillai, C.; Paul, W.; Sharma, C.P. Chitin and chitosan polymers: Chemistry, solubility and fiber formation.
Prog. Polym. Sci. 2009, 34, 641–678. [CrossRef]
Ngah, W.W.; Hanafiah, M.; Yong, S. Adsorption of humic acid from aqueous solutions on crosslinked
chitosan–epichlorohydrin beads: Kinetics and isotherm studies. Colloids Surf. B. Biointerfaces 2008, 65, 18–24.
[CrossRef] [PubMed]
Poon, L.; Wilson, L.D.; Headley, J.V. Chitosan-glutaraldehyde copolymers and their sorption properties.
Carbohydr. Polym. 2014, 109, 92–101. [CrossRef] [PubMed]
Zeiger, E.; Gollapudi, B.; Spencer, P. Genetic toxicity and carcinogenicity studies of glutaraldehyde? A review.
Mutat. Res. Mutat. Res. 2005, 589, 136–151. [CrossRef] [PubMed]
Shirosaki, Y.; Tsuru, K.; Hayakawa, S.; Osaka, A.; Lopes, A.; Santos, J.D.; Costa, M.A.C.; Fernandes, M.H.
Physical, chemical and in vitro biological profile of chitosan hybrid membrane as a function of organosiloxane
concentration. Acta Biomater. 2009, 5, 346–355. [CrossRef] [PubMed]
Shirosaki, Y.; Okayama, T.; Tsuru, K.; Hayakawa, S.; Osaka, A. In vitro bioactivity and MG63 cytocompatibility
of chitosan-silicate hybrids. Int. J. Mater. Chem. 2013, 3, 1–7. [CrossRef]
Wang, T.; Turhan, M.; Gunasekaran, S. Selected properties of pH-sensitive, biodegradable chitosan–poly(vinyl
alcohol) hydrogel. Polym. Int. 2004, 53, 911–918. [CrossRef]

Molecules 2020, 25, 5292

11.

12.
13.
14.
15.

16.
17.

9 of 9

Shirosaki, Y.; Tsuru, K.; Hayakawa, S.; Osaka, A.; Lopes, M.A.; Santos, J.D.; Fernandes, M.H. In vitro
cytocompatibility of MG63 cells on chitosan-organosiloxane hybrid membranes. Biomaterials 2005, 26, 485–493.
[CrossRef] [PubMed]
Yan, W.; Liu, D.; Tan, D.; Yuan, P.; Chen, M. FTIR spectroscopy study of the structure changes of palygorskite
under heating. Spectrochim. Acta Part A Mol. Biomol. Spectrosc. 2012, 97, 1052–1057. [CrossRef] [PubMed]
Mozgawa, W.; Król, M.; Dyczek, J.; Deja, J. Investigation of the coal fly ashes using IR spectroscopy.
Spectrochim. Acta Part A Mol. Biomol. Spectrosc. 2014, 132, 889–894. [CrossRef] [PubMed]
Sanaeishoar, H.; Sabbaghan, M.; Mohave, F. Synthesis and characterization of micro-mesoporous MCM-41
using various ionic liquids as co-templates. Microporous Mesoporous Mater. 2015, 217, 219–224. [CrossRef]
Oh, D.X.; Cha, Y.J.; Nguyen, H.-L.; Je, H.H.; Jho, Y.S.; Hwang, D.S.; Yoon, D.K. Chiral nematic self-assembly
of minimally surface damaged chitin nanofibrils and its load bearing functions. Sci. Rep. 2016, 6, 23245.
[CrossRef] [PubMed]
Lertworasirikul, A.; Noguchi, K.; Ogawa, K.; Okuyama, K. Plausible molecular and crystal structures of
chitosan/HI type II salt. Carbohydr. Res. 2004, 339, 835–843. [CrossRef] [PubMed]
Okada, T.; Nobunaga, Y.; Konishi, T.; Yoshioka, T.; Hayakawa, S.; Lopes, A.; Miyazaki, T.; Shirosaki, Y.
Preparation of chitosan-hydroxyapatite composite mono-fiber using coagulation method and their mechanical
properties. Carbohydr. Polym. 2017, 175, 355–360. [CrossRef] [PubMed]

Sample Availability: The datasets analysed during the current study available from the corresponding author on
reasonable request.
Publisher’s Note: MDPI stays neutral with regard to jurisdictional claims in published maps and institutional
affiliations.
© 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

